the soil. Also, it is a lean period crop that provides subsistence to the farmers with fodder supply throughout growing season for animal population. It is best adapted to drought-prone sloping areas and flat rainfed conditions. The yield and its contributing characters of any crop are polygenetically controlled, environmentally influenced and its improvement through breeding progamme is determined by the magnitude and nature of their genetic variability and heritability (Fisher, 1981) . Heritability reveals the degree to which a character is transmitted from parents to offspring. The magnitude of such estimates suggests the extent to which improvement is possible through selection. Since selection of superior genotypes is proportional to the amount of genetic variability present and the extent to which the characters are inherited, so it is necessary to obtain adequate information on the magnitude and type of genetic variability and their corresponding heritability
Materials and Methods
The experiment was conducted under All India Coordinated Research Project on forage crops, Department of Genetics & Plant Breeding at Seed Breeding Farm, College of Agriculture, JNKVV, Jabalpur (M.P) during 2017 situated in the semi-arid sub-tropics at 23.91˚ North latitude and 79.5˚ East longitudes with an altitude of 411.78 meters above the mean sea level.
The experiment was conducted in Randomized Complete Block Design (RCBD) with three replications in kharif season on 47 genotypes. Each entry was planted in 3.0 m X 0.9 m plot size and spacing between rows was kept 30 cm. Observations were recorded on randomly selected five competitive plants in each plot, excluding the border plants for twenty characters viz., days to flower initiation, days to harvest, plant height (cm), number of leaves per plant, number of branches, stem diameter (mm), root length (cm), root volume (ml), number of root nodules per plant, leaf area (cm 2 ), fresh root weight (g), dry root weight (g), green fodder yield per plant (g), green fodder yield per plant per day (g), dry matter yield per plant (g), dry matter yield per plant per day (g), crude protein yield per plant (g), crude protein yield per plant per day (g), leaf stem ratio and chlorophyll content index. The statistical analysis of the data on the individual trait was analysed with INDOSTAT software.
Results and Discussion
The analysis of variances of 47 rice bean genotypes for all the characters studied showed that genotypes differed significantly indicating a substantial genetic variability in the material as presented in Table 1 (a) and 1(b). These are in agreement with Udensi et al., (2011) for number of leaves per plant and leaf area, Manggoel (2007) for days to harvest, Malarvizhi et al., (2005) for days to harvest, plant height, number of branches per plant, number of leaves per plant, stem thickness, dry matter yield, green fodder yield, leaf stem ratio and crude protein content, Singh et al., (1997) and Baraskar et al., (2014) for plant height. Katoch et al., (2007) for plant height and fresh fodder yield, Das et al., (1997) for days to harvest and plant height and Bandopadhyay et al., (2007) for leaf area.
The genetic parameters viz., genotypic and phenotypic coefficients of variation, heritability in broad sense and genetic advance along with mean and range of different characters are presented in Table 2 .
The genotypic and phenotypic coefficients of variation were computed to assess the existing variability in the material. In general phenotypic coefficient of variation was higher than the corresponding genotypic coefficient of variation for almost all the traits which indicates role of environment for these characters.
Genotypic coefficient of variation
Highest GCV was observed for crude protein yield per plant per day, dry root weight, crude protein yield per plant, dry matter yield per plant per day, dry matter yield per plant, green fodder yield per plant, green fodder yield per plant per day, fresh root weight, root volume, number of root nodules per plant, number of leaves per plant and leaf stem ratio. The moderate value was recorded for root length, stem diameter, number of branches per plant and plant height. This indicates the presence of sufficient amount of genetic variability for these traits and can be exploited by breeding procedure for improvement of these characters. While, leaf area, chlorophyll content index, days to harvest and days to flower initiation had lowest values.
The results were comparable with Kohli and Agarwal (2012) and Roquib and Patnaik (1990) for green fodder yield per plant. Borah and Khan (2000) for number of leaves per plant, leaf stem ratio, dry fodder yield and green fodder yield. Nath and Tajane (2014) for green fodder yield per plant, dry matter yield per plant and branches per plant and Sharma et al., (2017) for branches per plant and plant height. Dodake and Dahat (2011) for number of number of root nodules per plant and days to harvest.
Phenotypic coefficient of variation
Dry matter yield per plant per day recorded the highest PCV followed by dry matter yield per plant, green fodder yield per plant, green fodder yield per plant per day, dry root weight, crude protein yield per plant per day, crude protein yield per plant, root volume, fresh root weight, number of root nodules per plant, number of leaves per plant, root length, stem diameter, leaf stem ratio, number of branches per plant and plant height. The moderate value of PCV was recorded for leaf area and the lowest value was observed for chlorophyll content index, days to harvest and days to flower initiation. It indicates the selection based on these characters would facilitate the successful isolation of desirable fodder type.
These results are in conformation with reports of Roquib and Patnaik (1990) , Kohli and Agarwal (2012) and Kohli (2002) for green fodder yield per plant and plant height, Das et al., (1997) 
Heritability and genetic advance
Heritability estimates along with the genetic advance are normally more helpful in predicting the genetic gain under selection than heritability estimates alone. However, it is not necessary that the character showing high heritability will also exhibit high genetic advance.
High heritability with high genetic advance was exhibited by crude protein yield per plant followed by crude protein yield per plant per day, fresh root weight, dry root weight, number of leaves per plant, number of root nodules per plant, leaf stem ratio, root volume and plant height indicating lesser influence of environment in expression of these characters and preponderance of additive gene action, hence amenable for simple selection. The results are in close proximity with the findings of Kumar et al., (1997) , Lokesh et al., (2003) , Baraskar et al., (2014) , Sharma et al., (2017) for plant height, Aditiya et al., (2011) for dry matter yield per plant, Singh et al., (2010) for plant height, dry matter yield and green fodder yield, Bhandari and Verma (2008) for plant height, number of leaves per plant, crude protein content and green fodder yield.
Moderate heritability with high genetic advance was exerted by green fodder yield per plant, dry matter yield per plant per day, green fodder yield per plant per day, root length, number of branches per plant and stem diameter. Whereas, leaf area exhibited low heritability with moderate genetic advance. This indicates the presence of additive gene action and selection of these characters may be rewarding.
Moderate heritability with low genetic advance was reported for days to harvest and days to flower initiation. While, low heritability with low genetic advance was observed for chlorophyll content index indicating that non-additive gene action play major role in the inheritance of these characters. Thus, the direct selection based on these characters may not be effective.
